patients with high (red) compared to low mRNA signature (green) for NRP2 (A), GLI2 (B) and combined NRP2/GLI2 (C). Log-Rank value was increased compared to single gene signature.
Supplementary Figure 3.
Quantitative real-time PCR of total NRP2, NRP2a, NRP2b, GLI2 and GLI1 in cell line J82: siRNA-mediated knockdown of NRP2 or GLI2 (siNRP2 or siGLI2) or scrambled control (siSCR) and treated with 5 ng/ml TGFβ1 or left untreated (+/-). Normalized to housekeeping gene HPRT1 (A), GAPDH (B) or ACTB (C) and plotted relative to untreated siSCR sample. Significance calculated by two-way ANOVA and shown in supplementary table 2. Error bars indicate standard error of the mean. n=3. 
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